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Abstract

A linear model, based on linear difference equations, approach has been applied to reconstructing yeast gene networks from microarray data (Spell-man et al., 1998). We focus on 51 yeast genes related to DNA recombination and repair. The influence of gene j on gene i Wij have been obtained by a Pseudo-inverse algorithm and Ridge regression methods. The model has been checked by a ‘goodness of estimation’ quantity which measures how close the estimates to their input data. The goodness of estimation is less than 0.01 for all three data sets. A network of genes with top-50|Wij| values has been constructed for each data set. The consistency of the results across two data sets and three data sets have also been checked.
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